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44. 





4, (Amended) A D-pep.ide which comprise, a, leas, four am.no acd residues and comprises 
fte consensus sequence WXWL (SEQ ID NO: 23), wherem W represents D-tryptophan, 
L represents D-ieucineandJCreprf^ 



(Amended) A D-pep.* which comprises at leas, five amino acd residues, where.n ft. a, 
.east five amino acd residues are EWXWL (SEQ ID NO: 24), wherein E represents D- 

amino acid residue, a modified amino acid residue or a morety other than an amino acd 

residue. 



Please replace fte -Seouence Listing" ffled on August 7, 200,(shee,s 1/20 ftrcugh 20/20) 
ift ft. attached Substitute "Sequence Listing" (sheets 1/25 through 25/25) comprisV^EQ ID 



f\l{)0S: 1- 



71. 



KFMARKS 

This Substitute Sequence Listing arrd Preliminary Amendment is submitted to add listings 
for three sequences, SEQ ID NO: 69, SEQ ID NO: 70 and SEQ ID NO: 71. These sequences 
appear a, page ,0 of fte application as filed, but were inadvertently omrtted from the Sequence 
Listing filed on August 7, 2001. The paragraph m fte specification containing these sequences 
has been amended to include the appropriate sequence identifiers. 

m addition, certam previously listed sequences are rdentified in fte specification as 
contaming ace.yla.ed or amidated amino acid residues. The information regardmg those 
acetytated or amida.ed amino acid residues has also been added .o this Substitute Sequence 
Listing. 
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• has been added as a result of these amendments. Entry is respectfully 



No new matter 1 
requested. 



Respectfully submitted, 

HAMILTON, BROOK, SMITH & REYNOLDS, P.C. 




By. 

Linda M! Chinn 
Registration No. 31,240 
Telephone: (978) 341-0036 
Facsimile: (978) 341-0136 



Concord. MA 01742-9133 
Date: >W c 2 ? k0O<2^ 
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MABKEMLYERSIQNQFAM^ 

Spedficati^^ 

Replacethepa.ag^^ 
, with Jwowp-W*-* ^rt^**^**""* 

relative to the previous version of the paragraph. 

N-helix cotled-coil of fflV-1 enveiope glycoprotein gp4. are - «* «*« "*» 
TheDpep.idesare^ta.mota.es.ha.havebeenshown.ob.ndexc.us.ve^.he 

============= 

,1 k- liable anti-HIV drugs, that work by inhibrtmg viral entry into cells. 8 
orally bioavailable anti HIV u . totreatH IV-l infection with combination therapies. 

inhibitors of HIV-1 infection and syncytia formation. The C terminal 

„ ryXXXXEWXWLCAA-am (SEQ^Ql69). (In the 
inhibitors have the sequence pattern: CXXXXXfcW aw ia, -- 

P 6 P y ndtoetothe AA residues were encoded as such and the other 10 postttons 

P0Si " 0nS COrreSP ° ndmg '-,„ repres en,s . C-tertnina. a-e, added as par, of 

(indicated by X) were randomly encoded. The -am represents 
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-ii- 



represents anN-terminal acetyl group added as part of the peptide synthesis procedure, ^j^" 
ria.a.ideandthe,— acetyl ^p .eopttona! —sof D-pept, es of 

sequences are also the subject of this invention: 



ac- 
ac 
ac- 
ac 
ac- 
ac 



XXCXXXXXEWXWLCXX-ara (SEQ ID NO: 28); 
-KKXXCXXXXXEWXWLCXX-am (SEQ ID NO: 29); 
KKKKXXCXXXXXEWXWLCXX-am (SEQ ID NO: 30); 
-XXCXXXXXEWXWLCXXX-am (SEQ ID NO: 31); 
-KKXXCXXXXXEWXWLCXXX-am (SEQ ID NO: 32); and 
KKKKXXCXXXXXEWXWLCXXX-am (SEQ ID NO: 33). 



paragraph. 

^atl— M daC.ten» i „aU mi de. I QN 1 7e„„,a ta 29 I es i duesdenvedf K ^N- 
H,7residuesliomtheC-te I minusofN36ontheC-tem>,n»s.The re is 
pU on the N-termmus and 17 residues trom me 

IQN1 as compared to the original GCN4- P y sequence (Ectert, D.M. - A / 
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-in- 



2«:859-865 1998). These substitutions are L13E, Y17K, and H18K. Thus, the sequence of IQN7 

ac-RMKQIEDKIEEIESKQKKIENEIARIKKT T OT TVWGIKQLQAPJL-arn (SF,OTDNO:l) 
(ac- represents an N-terminal acetyl group and -am represents a C-terminal amide), with the HIV 
portion underlined. For mirror-image phage display, IQN17 was synthesized using D-amino acids 
(for amino acid residues that contain a second chiral center, such as lie and Thr, the exact mirror 
image of the naturally occurring amino acid residue is used to create the D-version of the target). In 
addition, the N-terminus of the peptide was biotinylated using NHS-LC-biotin H (Pierce, catalog 
#21336). Between the biotin and the IQN17 sequence was a three amino acid linker of GKG, with 
the lysine in the naturally-occurring L-form. This lysine was inserted as a trypsin recognition site. 



risim Amendmep ^ TTnder 37 C.F.R § 1 .121(c)(l)(ii) 



39. 



41. 



44. 



(Amended) A fusion protein of Claim 38 wherein the portion of the N-peptide region of HIV 
gp41 comprises the following 24 amino acid residues of HIV: 
SGIVQQQNNLLRAI EAQQHLLQLT (SEP ID NO: 21) . 

(Amended) A D-peptide which comprises at least four amino acid residues and comprises 
the consensus sequence WXWL (SEP TP NO: 23), wherein W represents D-tryptophan, L 
represents D-leucine and X represents any moiety. 

(Amended) A D-peptide which comprises at least five amino acid residues, wherein the at 
least five amino acid residues are EWXWL (SEP ID NP: 24) , wherein E represents D- 
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-iv- 



glutamic acid, W represents D-tryptophan, L represents D-leucine and X represents an 
amino acid residue, a modified amino acid residue or a moiety other than an amino acid 

residue. 
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